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As noted by Mohan and Doyle [1], Eq. (12) of my paper is incorrect. The most straightforward approach to correct the
problem is to adopt a quasisteady approximation for the tether point. In such a case, the rope-over-pully velocity does not
contribute to the chain tension. Instead, it slowly moves the tether point, implying that Eq. (10) should be n,=3\/. Thus, Eq.
(12) should be L=N —2\s and the parameter L appearing in Eq. (5) should not depend on . With this correction, the following
points in the paper are changed.

(1) In Secs. ITA and IIB, the lower force for given collision is \,=rN/3, which will ensure that the short arm at least
contains a flower. Thus, the lowest permissible value of r occurs when the short arm only has a flower (N,=n,), i.., r
=3N;/N. A corollary of this limit is that working at the maximum value of A, implies that all stem-flower
collisions will be with equal offsets (r=1/2). To avoid such an aphysical scenario, the practical bounds for the field are
1/3=\;<N/6. Equations (13)—(16) no longer apply, as L#L(®).

(2) If the pre-averaged extension model is used, Eq. (20) should be 7,=N—-4\,.

(3) The corrected unhooking time [replacing Egs. (21)—(25)] is

N—4n, [1-2/"
= fln( : )s (1)
2 1-2r,

where r* is defined above. The final result is independent of the choice of " because the unhooking time in the model is
dominated by the slow dynamics during collisions where r=1/2.

(4) Assuming the flower instantaneously moves to the other side of the post following the unhooking, Eq. (26) should be
L,=N-4\,.

(5) The procedure for the random walk derivation in Sec. IIIB is correct, but the latter changes require that Eq. (31) be
T= Tin+ T2, Tmax =% and Egs. (35)-(38) be

2ro( 7'|n)
Pir=7|n)=——"= (2)
| (1-2r")"
1 1-2r 2[7= (N+na)]
ro==-— exp\—-————— (, (3)
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= - 5
g(rin)=—— o eXp{ N-a, (5)
(6) In the calculation of the moments of the random walk, Eq. (42) should be
2p84)\fs
L(s)=—TT—""—. 6
= n=an)+2 (©)

(7) The mean velocity and dispersivity are given by Egs. (55) and (56), where n*:(N—4)\f)/a. Equations (48)—(54) are
unnecessary.
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(8) The average unhooking time is now generally faster than the taut chain, owing to the relaxation. The effect of the

relaxation is algebraic, not logarithmic. The dimensionless velocity U* increases and D" decreases with increasing Ay
(decreasing E), in qualitative agreement with the alternative stretching model proposed by Mohan and Doyle [1]. The reso-
lution in the revised stem-flower model decreases with the field, in contrast to the experiments for the parameters in Fig. 5.
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